Jurisch-Yaksi et al., http://www.jcb.org/cgi/content/full/jcb.201208175/DC1 Figure S1 . Efficiency of Rer1p down-regulation in zebrafish upon MO injection. (a) Binding of SMO to the splice-acceptor site of exon 4 leads to exon skipping and a frameshift, creating a 37-amino acid nonsense sequence after the first transmembrane domain, at the end of which is a premature stop codon. This truncated product is predicted to be nonfunctional. RT-PCR at 30-hpf stage shows a 630-bp RT-PCR product representing the full-length transcript and detected in both uninjected and 5mmC-injected embryos. The shorter RT-PCR product (530 bp) is a new transcript that lacks exon 4 (Rer1 exon4 ) and is present only in embryos injected with Rer1 SMO. The white line between the second and third lanes shows where intervening lanes were removed for presentation purposes. (b) Quantification of Western blot showing 50% down-regulation of Rer1p using SMO, 80% down-regulation using combined ATGMO and p53MO, and 70% down-regulation using combined UTRMO and p53MO. Coinjection of 75pg Rer1 mRNA with the UTRMO rescued Rer1p expression to 80% of control. p53MO was coinjected with the ATGMO or UTRMO (or separately as a control) to prevent nonspecific apoptosis in the brain, often caused by ATGMO injections (Robu et al., 2007) . ATGMO binds to the translation initiation site, whereas UTRMO binds upstream in the 5UTR region. Rer1p levels were normalized to actin. Error bars are SDs. WT, wild type.
. Rer1 down-regulation in CL4 cells does not affect the ciliary localization of proteins important for cilia biogenesis and function. (a-d) Confocal images depict the localization of PC2 (a), Rab8 (b), polyductin (c), and Arl13b and BBS7 (d) within cilia (marked by acetylated tubulin), both in nonspecific control and Rer1p down-regulated CL4 cells. The down-regulated cells are identified by the presence of the FAM-labeled siRNA oligonucleotides (green in third column), with DAPI-labeled nuclei in blue. In the merge images, the FAM signal has been omitted. (e) Western blot quantification analysis of several major ciliary proteins after rer1 down-regulation. Represented are total protein levels in CL4 cells (calculated in relation to internal nonspecific control [NSC] for each protein and normalized to GAPDH). Video 1. Video recording of the acoustic startle reflex in uninjected zebrafish embryos. At 80 hpf, embryos were stimulated with a series of taps or vibrational stimuli (Sidi et al., 2003) . Control animals exhibited a normal startle reflex. The videos were acquired with a digital camera (Powershot A640; Canon).
Video 2. Video recording of the acoustic startle reflex in Rer1p morphant zebrafish embryos. At 80 hpf, embryos were stimulated with a series of taps or vibrational stimuli (Sidi et al., 2003) . In contrast to the control animals, Rer1p morphants did not respond to the acoustic stimuli. However, they did respond to touch stimuli (not depicted). The videos were acquired with a digital camera (Powershot A640; Canon).
Video 3. Video recording fluid flow in KV of uninjected embryos. Tail bud of control 12-hpf zebrafish embryos (dorsal view) after injection with fluorescent beads (Essner et al., 2005; Kramer-Zucker et al., 2005) . Control embryos showed a counterclockwise flow of beads within the KV. Images were acquired on a compound microscope (DMRA using a 40× Plan Apochromat objective with a digital camera [CoolSNAP HQ]) at 10 frames/s. Beads were tracked for 25 frames. 
Lowercase letters represent the mismatches compared with SMO. 
